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RAS status and neoadjuvant chemotherapy
impact CD8+ cells and tumor HLA class I
expression in liver metastatic colorectal
cancer
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Abstract

Background: T lymphocytes and HLA expression on tumor cell both influence prognostic of localized colorectal
cancer, but their role following chemotherapy in patients with liver metastatic colorectal cancer (mCRC) was not
addressed.

Methods: One hundred fourteen patients treated in curative intend of liver mCRC were included in this retrospective
study. Patients were either untreated or treated with neoadjuvant therapy containing an anti-EGFR, bevacizumab or
oxaliplatin. Immune densities were quantified in the tumor core and in invasive margin of metastases, using Qupath
software or a pathologist’s quantification. CD8, NKp46, Foxp3, CD163, HLA, PD-L1 were analyzed and were correlated
with progression free survival (PFS) and overall survival (OS) using multivariable Cox proportional hazards models.

Results: In the whole cohort only a high CD8+ cells infiltrate, a high HLA-I expression and wild-type RAS/RAF status
were associated with a better overall survival in both univariate and multivariate model. Moreover, CD8+ cells immune
infiltrate at invasive margin combined to HLA expression in cancer cell could increase patient’s outcome prediction.
RAS status but not immune cell infiltrate was associated with HLA expression on tumor cells. In comparison
to untreated patients, neoadjuvant chemotherapy induced CD8+ cells recruitment and increased PD-L1 staining in
immune infiltrates only for WT RAS patients. In this context, anti-EGFR and oxaliplatin based chemotherapy are the
most powerful to induce CD8+ cells mobilization within the metastatic site.

Conclusions: While CD8 infiltrate and HLA expression appear to be prognostic for mCRC, CD8 and PD-L1 infiltrate are
enhanced by neoadjuvant chemotherapy in mCRC under RAS status dependence.

Keywords: Colorectal cancer, Liver metastases, CD8, HLA

Introduction
Colorectal cancer (CRC) is one of the top three
most-frequent cancers with 446.000 new cases and
214.000 deaths in Europe each year [1]. About half of
the patients diagnosed with CRC will eventually develop

liver metastases and only 10–20% of these patients will
be resectable resulting in five-year survival rates of up to
60% depending on the tumor characteristics, extent of
the disease and resection margin [2]. Considerable pro-
gress has been made in the management of metastatic
colorectal cancer (mCRC). Resection of CRC metastases,
using surgical techniques or local ablation using stereo-
taxic radiotherapy or radiofrequence could induce
complete remission and cure patients. In addition, peri-
operative chemotherapy using FOLFOX, a combination
of 5-fluorouracil, folinic acid and oxaliplatin, was shown
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to improve progression free survival and became a
standard of care for patients with liver metastasis which
could be treated with local therapy [3]. However despite
optimal therapy many patients develop recurrence. So
biomarker to better define patient’s prognosis and to
better classify patients are needed.
For a long time, it is known that the immune system

plays a crucial role in CRC survival [4]. Tumor infiltrat-
ing lymphocytes (TILs) are associated with a better
prognosis [5]. In localized tumor, the presence of cyto-
toxic and memory T cells at the tumor’s invasive margin
and tumor’s center could be used to predict survival [6].
Immune infiltrate could be determined using immuno-
score [7] and such biomarker is currently validated in
large prospective cohort of localized colon cancer [8]. In
a cohort of patients with liver metastasis of CRC, the
Galon’s group also observed that immunoscore is associ-
ated with a poor prognosis, thus suggesting that immune
infiltrate in metastasis could also be a surrogate bio-
marker of clinical outcome [9]. Previous work by our
group underlined in preclinical models that chemother-
apy could favor CD8 recruitment and activation thus en-
hancing efficacy of checkpoint inhibitor in preclinical
model of MSS (microsatellite stability) colon tumors
[10]. However such data are still poorly addressed in
human.
To exert their cytotoxic effect CD8 T cells required

that, cancer cells present tumor peptide via Human
Leucocyte Antigen (HLA) class I molecule [11]. A high
expression of HLA class I is associated with a better
tumor outcome in localized colorectal cancer [12]. How-
ever, such question was not addressed in the setting of
mCRC.
In this study, we questioned the prognostic role of im-

mune infiltrate and HLA class I expression in a cohort
of 114 French patients suffering from CRC with liver
metastasis. We also studied the impact of different neo-
adjuvant chemotherapeutic regimen on immune infil-
trate and tumor microenvironment in order to improve
patient’s outcome classification using both clinical and
immune parameters.

Materials and methods
Statistical analysis
Data analysis was performed using R statistical software
(http://www.R-project.org/) and presented with Prism 7
(GraphPad, San Diego, CA, USA). Overall survival was
used for survival analysis. Survivors were censored after
80 months. Univariate Cox proportional-hazards models
were built to compute hazard ratio with a 95% CI and
p-values were adjusted using False Discovery Rate (FDR)
[13]. Survival curves were estimated using the Kaplan–
Meier method and compared using log-rank tests.
Multivariate Cox model was also built and FDR applied.

The predictive power of these models was compared
using Area Under Curve (AUC) parameter. AUC cut-off
was set at 40 months to predict model efficacy and was
computed using survival ROC R package [14]. Associ-
ation between qualitative and quantitative variables was
tested using Mann-Whitney test. All boxplots were
drawn with a median, quartiles and Tukey’s whiskers.
Correlation tests and matrix have been also built with
Prism. We used the following p-value signification: *: p
< 0.05; **: p < 0.01; ***: p < 0.001; ****: p < 0.0001; ns: not
significant.

Immunohistochemistry procedures and histological
analysis
Slides have been stained with a Ventana BenchMark ap-
paratus using antibodies against CD8, HLA-I, PD-L1,
CD163, NKp46 and FoxP3. All clones and dilutions used
are reported in Additional file 1: Table S4. Each staining
was evaluated and quantified respecting whole slide rep-
resentativeness and complex slides were reviewed by
two independent experimented pathologists.
Quantification of CD8 positive cells was performed

with QuPath software [15] according to its localization:
invasive margin and tumor core. Total CD8+ cells were
the sum of these two variables. A mean of 8 different
areas of invasive margin representing 3.5 mm2 in total
for each slide was analyzed and a mean of 14 different
areas of tumor core representing 5.6 mm2 for each slide
was analyzed. The mean of total tissue analyzed for each
patient was as a consequence in line with Halama rec-
ommendations [16]. To ensure the quality of our ana-
lyses and their representative character [8], we also
performed a whole liver metastasis analysis for 20 pa-
tients increasing the total mean surface analyzed to
46.3 mm2.
HLA-I staining has been evaluated by two pathologists

independently and separated in three groups: HLA low,
HLA intermediate and HLA high. Quantification of
HLA-I staining with QuPath software has also been per-
formed to determine an H-score using the following for-
mula: H-score = [1*(% cells 1+) + 2*(% cells 2+) + 3*(%
cells 3+)]. The result of this calculation was defined to
be the HLA-score. HLA-1 analysis was restrained to
tumor cells. A mean of 9 different areas of tumor cells
representing 1 mm2 for each slide was analyzed for
HLA-1 staining.
CD163, NKp46 and Foxp3 were assessed in a

semi-quantitative manner by pathologists. PD-L1 was
analyzed using classical recommendations based on
scores determined by POPLAR [17]. We next clustered
in 2 groups: PD-L1 low (grade 0 and 1) and PD-L1 high
(grade 2 and 3).
Response rate to chemotherapy is evaluated using

Tumor Regression Grade (TRG) as previously defined by
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Rubbia-Brandt et al (2007). Briefly, TRG1 corresponded
to an absence of tumor cells replaced by abundant fibro-
sis; TRG2 corresponded to rare scattered residual tumor
cells and abundant fibrosis; TRG3 corresponded to a
large amount of residual tumor cells with predominant
fibrosis; TRG4 corresponded to tumor cells predominat-
ing over fibrosis; and TRG5 corresponded to almost
exclusively tumor cells without fibrosis. The mean per-
centages of necrosis and fibrosis were quantified as previ-
ously reported [18–20].

Immunofluorescence assay
After dewaxing and rehydration, antigen retrieval in pH 6
citrate buffer (Dako) was performed during 50 min at 95 °C.
Saturation was done using 5% normal goat serum during
30 min. Slides were then labelled with primary antibodies
anti-CD8 and anti-PD-L1 diluted in PBS/BSA 1% during
one hour. After washing in PBS, slides were incubated with
secondary antibodies Alexa555-anti-mouse and Alexa647-
anti-rabbit (both from Jackson Immunoresearch) diluted at
1/500 in PBS/BSA 1% during 30 min. After washing in
PBS-Tween 0.04% three times during 5 min, saturation in
PBS/goat serum 5% was performed once again. Slides were
then incubated overnight with Alexa488-anti-Ki67 mono-
clonal antibody and Alexa594-anti-cytokeratin monoclonal
antibody. After washing in PBS-Tween 0.04%, spectral
DAPI (Perkin Elmer) was applied on slides during 5 min
and washed in distilled water. Finally, slides were mounted
with Diamond Prolong anti-fade mounting medium (Ther-
moFischer) and examined using Mantra spectral station
(Perkin Elmer) and analysed with inForm software (Perkin
Elmer). All clones and dilutions of antibodies used are re-
ported in Additional file 1: Table S4.

Results
Patients’ clinical and immune characteristics
We retrospectively analyzed 114 patients suffering from
a colorectal cancer treated in curative intention with
surgery of liver metastases. 114 patients have overall
survival (OS) available. Median follow-up was 2.9 years.
The median age was 63 (29–83). The RAS and BRAF
mutational status was determined for all patients and
we found 35 patients with RAS mutation, 3 patients
with BRAF mutation. Twenty-five patients have right
side tumor and 89 patients have left side tumor.
Thirty-six were untreated with neoadjuvant chemother-
apy. Amongst them, 30 received FOLFOX as adjuvant
therapy. Seventy-eight patients were treated with neo-
adjuvant chemotherapy. Forty seven received FOLFOX
as neoadjuvant chemotherapy, 11 patients received
FOLFOX plus anti-EGFR (Cetuximab) and 18 were
treated with FOLFOX plus bevacizumab. Two patients
received FOLFOX plus cetuximab followed by FOLFOX
plus bevacizumab due to anti-EGFR side effects (Table 1).

For every patient the surgery was performed between 4
and 6 weeks after the last injection of neoadjuvant
chemotherapy with a median delay of 36 days. Slides
with liver metastasis sections were stained for CD8,
HLA-I Foxp3, PD-L1, NKp46 and CD163. For immune
parameters, both tumor core and invasive margin were
analyzed with the strategy displayed on Fig. 1a. CD8
(Fig. 1b) and HLA class 1were quantified using auto-
mated assessment with Qupath software. A comple-
mentary whole liver metastasis analysis for CD8+ cells
was performed for 20 patients and showed very strong
correlation between this systematic strategy and our
representative strategy for both the invasive margin
and the tumor core (Additional file 2: Figure S1A).
Generally, invasive margin was more infiltrated than
tumor center for each immune population. CD8+ and
CD163+ macrophages were the most common immune
cells in comparison to NKp46+ natural killer cells (NK)
and Foxp3+ regulatory T cells. In our cohort, PD-L1
was mainly expressed by immune cells while PD-L1 ex-
pression was observed on tumor cells in only 4 tumors.
At the invasive margin NK cells were positively corre-
lated with regulatory T cells density and negatively cor-
related with CD163+ cells. Within the tumor core,
CD8+ cells are positively correlated with PD-L1 and
CD163+ cells. CD8+ cells variables (i.e within the
tumor core, at the invasive margin and total) were cor-
related each other (Additional file 2: Figure S1B, C and
D). As a result, we only included CD8 at the invasive
margin, which was the most significant variable, in the
multivariate model.

Table 1 Patients’ characteristics summary

Characteristics Patients (n = 114)

Age 63 (29,83)

Sex Male 81 71.1

Female 33 28.9

KRAS mutation Mutated 35 30.7

Wild type 79 69.3

BRAF mutation Mutated 3 2.6

Wild type 111 97.4

Tumor side Left 89 78.1

Right 25 21.9

Chemotherapy Neoadjuvant 78 68.4

adjuvant 30 26.3

None 6 5.2

Type of Chemotherapy FOLFOX 47 60

FOLFOX anti VEGF 18 23

FOLFOX anti EGFR 11 14

Other 2 3

Other 45 57.7
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Impact of RAS mutational status on immune environment
RAS mutation is a well-known factor associated with re-
sistance to anti-EGFR and with a poorer prognosis. In
our cohort RAS mutation is as expected related to a
poorer clinical outcome in term of OS (HR = 1.67 IC95%
[1.03–2.73] p = 0.04 for OS) (Additional file 2: Figure
S2A and Table 2) but not related to PFS (HR = 1.25
IC95% [0.79–1.97] p = 0.34 for PFS) (Additional file 1:
Table S1). We addressed the impact of RAS mutational
status on immune infiltrate. We observed that CD8+
cells infiltrate in the tumor margin or in the tumor core
is not affected by RAS mutational status (Fig. 2a). More-
over we did not find any association between RAS status

on PD-L1 expression, CD163, NKp46 or FOXP3 infiltrate,
suggesting that RAS mutational status do not impact in
situ immune response (Additional file 2: Figure S2B & C
and Additional file 1: Table S2 & S3). We also performed
quantification of HLA-I expression (Fig. 2b) using IHC
procedures and semi-automated computer assisted quan-
tification (see Methods). We named that continuous vari-
able “HLA score” which was perfectly correlated with
pathologists’ bins quantification (Fig. 2c). HLA class I ex-
pression on tumor cells is homogenous on a same metas-
tasis. Only 4 tumors have no HLA expression on cancer
cells. In contradiction with other immune parameters,
constitutive RAS activation is associated with reduced

A

B

Fig. 1 Histological quantification strategy. (a) Picture of HES staining of a liver metastasis and inset are focus on invasive margin and tumor core.
Scale bar on the left indicates 5 mm and on the right 200 μm. (b) Representative pictures of a low IHC CD8 staining; low magnification in the
upper left, focus on the invasive margin in the upper middle and tumor core in the upper right. Representative pictures of a high IHC CD8
staining; low magnification in the lower left, focus on the invasive margin in the lower middle and tumor core in the lower right. Scale bar on
the left indicates 5 mm and on the right 100 μm (HL: healthy liver, Inv: invasive margin, T: tumor core)
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HLA-I expression on tumor cells (Fig. 2d). HLA stayed in-
dependent with all other immune markers evaluated
(Additional file 2: Figure S2D). Together, such data dem-
onstrate that RAS status does not directly impact on

immune infiltrate in metastasis but is associated with
a decrease in HLA-I expression on tumor cells which
could subsequently impair antigen presentation ability
of cancer cells.

A

B

C D

Fig. 2 Impact of Ras-Raf mutationnal status on tumor environment. (a) Boxplot diagrams presenting the number of CD8 positive cells per mm2

according to localization (invasive margin, tumor core and total) in WT patients or with RAS-RAF mutation. (b) Representative pictures of HLA1
IHC staining: HLA1 low in the upper left, HLA1 intermediate in the upper middle and HLA1 in the upper right. Representative pictures of HLA1
quantification using QuPath software; HLA1 1+ (yellow) in the lower left, HLA1 2+ (orange) the lower middle and HLA1 3+ (red) in the lower
right. Scale bar indicates 100 μm. (c) Boxplot diagrams presenting association between HLA-score determined by QuPath and the pathologist’s
score. (d) Boxplot diagrams presenting the HLA-score according to mutational status (WT: wild type, Mu: mutated, n.s: not significant, *: p < 0.05,
**: p < 0.01, ****: p < 0.0001)
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Combination of CD8+ cells and HLA score could be used
to predict survival
Using CD8 as continuous variable with a Cox univariate
model we tested the prognostic role of CD8+ cells at the
invasive margin, within the tumor core or total in terms
of OS (Table 2) and PFS (Additional file 1: Table S1).
Only a high count of CD8 total or at the invasive margin
was associated with a better outcome in OS and
remained significant in PFS. Using this variable sepa-
rated by the median we observed using Kaplan-Meier
curves that CD8 infiltrate at the invasive margin is asso-
ciated with a better OS (Fig. 3a). HLA score variable was
split in two groups to separate patients with low HLA
staining (pathologist’s subgroup 1). HLA score was

positively associated with OS (Table 2, Fig. 3b). Other
immune variables were classified as dichotomous vari-
ables and were not linked with OS nor PFS (Table 2,
Additional file 1: Table S1). As there was no correlation
between CD8+ cells and HLA score (Fig. 3c) we sus-
pected that both variables could bring complementary
information. We subsequently tested the combination of
CD8+ cells and HLA score on patients’ survival. We
split patients in 3 groups, i.e. highCD8/HLA, lowCD8/HLA,
or intermediate with only one highly expressed bio-
marker. The same cutoffs as above were selected. The
best survival rates were observed in the double high and
the intermediate groups while the poorer outcome was
observed in the double low group (Fig. 3d). Subgroup

A B

C D

E F

Fig. 3 HLA score and CD8 positive cells combination as prognostic factor. (a) Kaplan-Meier survival analysis based on the number (low (n = 57)
or high (n = 57) split at the median) of CD8 positive cells per mm2. (b) Kaplan-Meier survival analysis based on the HLA-score (low (n = 41) or
high (n = 69)). (c) Correlation between HLA- score and the number of CD8 positive cells per mm2. (d) Kaplan-Meier survival analysis based on the
composite variable using CD8+ cells and HLA-score (low/low in blue (n = 24), intermediate in green (n = 47), high/high in red (n = 38)) (e) Kaplan-
Meier of overall survival analysis based on the composite variable CD8/HLA for WT patients (low/low in blue (n = 13), intermediate in green (n = 37),
high/high in red (n = 23). (f) Kaplan-Meier of overall survival analysis based on the composite variable CD8/HLA for RAS-RAF mutated patients (low/low
in dark blue (n = 11), intermediate in dark green (n = 10), high/high in dark red (n = 15). (*: p < 0.05, **: p < 0.01, ***: p < 0.001)
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analysis was also performed according to RAS status. It
confirmed the better prognosis of highCD8/HLA in WT
patients (Fig. 3e) and a clear-cut but non-significant
trend for RAS-mutated patients (Fig. 3f ). We also found
that highCD8/HLA WT and mutated patients shared a
similar outcome (Additional file 2: Figure S3A). The
same observation was done in lowCD8/HLA WT and mu-
tated patients (Additional file 2: Figure S3B). Interest-
ingly, we observed a strong difference of outcome in the
intermediate groups for WT patients compared to RAS
mutated group (Additional file 2: Figure S3C). Upon
Cox multivariate model, only RAS status and CD8 cell
density at the invasive margin remained independently
associated with OS (Table 2). We next tested the cap-
acity of different multivariate model to discriminate
prognosis. We compared a pure clinical model, a model
that included clinical variable and CD8+ cells at invasive
margin, a model combining clinical and HLA variables
and finally, a model that include the CD8/HLA variables
and clinical variable. After correcting p-values using
False Discovery Rate (FDR) method, AUC underlined
that the model including CD8/HLA and clinical vari-
ables was the best model to discriminate prognostic in
term of OS (Table 2) [13]. All in all our data suggest that
the combination of CD8+ cells and HLA score is a
powerful prognostic tool for people suffering from liver
metastasis from CRC.

Role of neoadjuvant chemotherapy status on immune
infiltrate
We then addressed the impact of neoadjuvant chemo-
therapy on immune infiltrate in liver metastasis of CRC.
While PD-L1 expression was slightly but significantly in-
creased within the tumor core, we noted that neoadju-
vant (NA) chemotherapy did not impact NKp46, CD163
and Foxp3 infiltrate. NA procedures did not influence
HLA-I expression nor PD-L1 at the invasive margin
(Additional file 2: Figure S4A and B). In contrast, a
higher CD8+ cells count was observed for patients
treated with neoadjuvant chemotherapy both at the inva-
sion margin and in the tumor compared to untreated
patients (Fig. 4a). For 11 mCRC patients, a liver biopsy
before neoadjuvant administration as well as a metastasis
surgery after neoadjuvant procedure was available. We also
observed for these patients an increase of CD8+ cells infil-
trate in tumor site after neoadjuvant therapy (Fig. 4b) thus
confirming that neoadjuvant chemotherapy increased CD8
+ cells in liver mCRC in a paired-samples model. Response
to neoadjuvant chemotherapy was evaluated using TRG
classification. We did not observe any difference in tumor
HLA-score or CD8 accumulation neither in tumor core
nor at the invasive margin between responders and none
responders (Additional file 2: Figure S4C). Because RAS
mutational status is a major prognostic and predictive

factor which drives therapeutic care, we separated on one
hand RAS wild type patients and RAS mutated patients on
the other hand. In wild-type RAS patients, we observed
that neoadjuvant chemotherapy enhanced CD8+ cell infil-
trate both at the invasion margin and in the tumor center
(Fig. 4c). When we focused on the different type of neoad-
juvant chemotherapy regimen within the RAS wild type
group, we observed that oxaliplatin-based neoadjuvant
chemotherapy and anti-EGFR-based neoadjuvant chemo-
therapy were highly efficient to induce CD8+ cells accumu-
lation. On the contrary, neoadjuvant chemotherapy
containing anti-VEGF weakly induced CD8+ cells recruit-
ment (Fig. 4d). Even if not significant, a slight trend was
observed for a better OS for patients treated with
anti-EGFR (Additional file 2: Figure S4D) while their
HLA-score remained analogous compared to other NA
regimen (Additional file 2: Figure S4E). Surprisingly in
RAS mutated tumors, chemotherapy was unable to induce
CD8+ cells recruitment in both invasion margin and in
tumor center (Fig. 4e). Even if a slight trend was observed,
notably for oxaliplatin-based NA chemotherapy, no signifi-
cant difference with control patients occurred (Fig. 4f).
Together these observations underline that oxaliplatin

and anti-EGFR-based chemotherapy induce CD8-T cells
recruitment only in Wild Type RAS tumors.

Tumor stroma becomes immunosuppressive after NA CD8
+ mobilizing chemotherapy
As CD8+ cells were increased in RAS WT patients under
oxaliplatin-based or EGFR-based neoadjuvant chemother-
apy, we hypothesized that CD8+ cells could enhanced
PD-L1 expression via interferon secretion. All surgery
pieces were stained with anti-PD-L1 SP142 clone, which
detect PD-L1 expression in both cancer cells and immune
cells. The staining was, in almost cases, restrained to
tumor associated myeloid cells found in the stroma sur-
rounding or within tumor core (Fig. 5a). In RAS wild type
patients who underwent NA we observed a higher expres-
sion of PD-L1 in comparison to untreated patients. In
contrast, PD-L1 expression was not impacted by chemo-
therapy in RAS mutated patients (Fig. 5b). To go further,
we performed multispectral analysis to detect proliferating
CD8-T cells using Ki67 labelling and PD-L1 expression on
the same slide in some RAS WT patients untreated with
NA or who underwent NA chemotherapy procedure with
oxaliplatin or anti-EGFR-based chemotherapy (Fig. 5c).
We observed an increase in CD8+ cells infiltration and
PD-L1 expression on myeloid cells following NA chemo-
therapy (Fig. 5d and Additional file 2: Figure S5) but a
strong a decrease in CD8/Ki67 double positive cells (Fig.
5e). Together, our data suggest that WT patients who
underwent NA chemotherapy, CD8+ cells were firstly re-
cruited but a negative feedback loop occurred with a de-
crease in their proliferation.
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Discussion
Our study underlines the prognostic role of HLA ex-
pression and CD8 infiltrate in mCRC. We also observed
that RAS status impact HLA expression in such patients.
Moreover our study shows that oxaliplatin and anti-
EGFR-based chemotherapy are effective therapy to pro-
mote CD8 recruitment in WT RAS tumor. However,
this recruitment of cytotoxic lymphocytes is associated
with an induction of PD-L1 expression by myeloid cells
subsequently inhibiting CD8+ cell proliferation.
Treatment of CRC with metastasis restricted to liver is

well codified and includes neoadjuvant chemotherapy
followed by surgical resection of residual disease [3].

Neoadjuvant chemotherapy could lower the tumor bur-
den and so facilitate surgery procedures and improve pa-
tients’ outcome. It is now well established that immune
infiltrates play a major impact on patients’ prognosis in
primary site of colorectal tumor [8, 21, 22]. However,
few things are known on immune infiltrates in liver me-
tastasis of CRC and their evolution under neoadjuvant
chemotherapy procedures. Baseline CD8 infiltrate in liver
metastasis was reported to be associated with better prog-
nosis by Gallon’s group [9]. In addition, good response to
treatment was significantly associated with high-immune
densities in metastasis. Similarly in EORTC 40983 study, a
high CD3+ lymphocytes infiltrate appear to be prognostic

A B

C D

E F

Fig. 4 Impact of neoadjuvant chemotherapy on immune infiltrates. (a) Boxplot diagrams presenting number of CD8 positive cells per mm2 in all
patients separated according to their localization (invasive margin, tumor core and total). (b) Graphics showing the number of CD8+ cells per mm2

before and after neoadjuvant chemotherapy. “Before” is the diagnostic liver biopsy while “after” is the metastasis surgery following neoadjuvant
procedure. (c)(d) Boxplot diagrams presenting number of CD8 positive cells per mm2 in patients with wild type RAS status and the neoadjuvant
treatment separated according to localization (invasive margin, tumor core and total) and the treatment. (e)(f) Boxplot diagrams presenting number of
CD8 positive cells per mm2 in patients with RAS mutated status and the neoadjuvant treatment separated according to localization (invasive margin,
tumor core and total) and the treatment (N: no neoadjuvant chemotherapy, C: neoadjuvant chemotherapy, Ox: oxaliplatin, E: anti-EGFR, V: anti-VEGF,
WT: wild type, Mu: mutated, n.s: not significant, *: p < 0.05, **: p < 0.01, ***: p < 0.001, ****: p < 0.0001)
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and associated with pathological response to FOLFOX
chemotherapy [2]. However, the role of the type of chemo-
therapy and of classical clinical prognostic factor like RAS
mutational status on immune response was still not ad-
dressed. We took advantage of our 114 mCRC with clin-
ical database paired with liver surgery to investigate these
questions.
Our retrospective evaluation of patients suffering from

mCRC is firstly dedicated to the evaluation of RAS im-
plication on liver mCRC survival and immune infiltrates.
We confirmed that a constitutive activation of RAS
pathway play a critical role in patients’ progression free
survival and overall survival. CD8+ T cells are widely
known to be correlated with a better prognostic notably

in colon cancer. Our results confirmed these positive ef-
fects of CD8+ cells on OS in the setting of mCRC, not-
ably at the invasive margin. Despite their same effect on
patients’ prognostic, CD8 immune infiltrate and RAS
status were not correlated in our study. Moreover no
other immune cells infiltrate is correlated with RAS sta-
tus. In contrast, RAS mutated tumors displayed a lower
expression of HLA-I. Because HLA-I is required for
antigen recognition by CD8-T cells we could suspect
that RAS mutated tumors will appear less sensitive to
CD8 infiltrate. Accordingly, a recent paper from Liu [23]
reported that CD8+/CD3+ cells infiltrates are only prog-
nostic on RAS WT patients. In contrast, in our cohort
CD8+ cells are prognostic in both WT and mutated RAS

A

C

D E

B

Fig. 5 CD8+ cells’ recruitment modifies tumor stroma making mCRC elligible for immune therapeutic intervention. (a) Representative pictures of
PD-L1 [SP142] IHC staining: left panel with a low PD-L1 staining PD-L1 and right panel with a high PD-L1 staining. Scale bar indicates 250 μm. (b)
Donut holes representing WT or patients with RAS-RAF mutated status according to different neoadjuvant chemotherapy. (c) Representative
pseudocolored (Dapi in blue, CD8 in lime green, Ki67 in magenta and CK in yellow) pictures of immunofluorescence staining of liver metastasis
(scale bar = 150 μm). Inset is a focus showing CD8/Ki67 double positive cells (green and magenta pointed with white arrowhead) on the left
panel and Ki67 negative CD8+ cells (empty arrowhead) on the right panel (scale bar = 30 μm). (d) Quantification of CD8 T cells according to their
NA procedures. (e) Quantification of CD8/Ki67 double positive cells in patients according to their neoadjuvant procedure (NA: neoadjuvant, N: no
neoadjuvant chemotherapy, C: CD8 mobilizing chemotherapy, ***: p < 0.001, ****: p < 0.0001)
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patients, thus suggesting that despite a low HLA-I ex-
pression RAS mutated tumor are still controlled by
adaptive immune response. However, even if few pa-
tients were available, the subgroups analysis showed that
only patients with the combination of intermediate
markers (i.e only HLA-I high or CD8 high) have a sig-
nificant worst OS in RAS mutated patients compared to
their counterpart WT. Other works showed that consti-
tutive RAS activation impacted HLA-I expression in
vitro and in preclinical models [24]. In such models Mek
inhibitor restore HLA-I expression on murine colon
cancer cells. One can think that applying such a pressure
to express HLA-I with therapeutic could create a tumor
conditioning promoting immune response (Fig. 6, part 1).
In the second part of our study, we focused on the im-

pact of neoadjuvant chemotherapy regimen on immune
infiltrates in liver mCRC. We observed that in RAS WT
patients under oxaliplatin-based or anti-EGFR-based
neoadjuvant chemotherapy had a major impact on CD8

+ cells recruitment in liver. A recent report from Inoue
et al. also showed that CD8+ and CD3+ cells were re-
cruited under anti-EGFR neoadjuvant procedures on a
small cohort of Japanese liver mCRC patients [25].
Anti-EGFR efficacy is dependent of NK cells in this
paper. In contrast, we did not find any increase in NK
cells following anti-EGFR therapy but an important
CD8-T cells recruitment. In addition, NK cells are not
associated with outcome in our study. We also observed
that oxaliplatin-based neoadjuvant therapy induced CD8
+ cells mobilization in WT RAS patients. As Inoue did
not observe any impact of oxaliplatin-based neoadjuvant
therapy, we could subsequently hypothesize that RAS
mutated patients were over-represented in this cohort
treated without anti-EGFR. Our observation on CD8+
cells recruitment was confirmed on paired biopsies and
liver surgeries from patients treated with anti-EGFR or
oxaliplatin-based chemotherapy. While such analysis
could be biased by immune infiltrate heterogeneity a

Fig. 6 Graphical abstract: A new sequential therapeutic strategy for liver mCRC? (1) Patients with KRAS mutated are HLA class 1 low. Neoadjuvant
chemotherapy like MEK inhibitors could increase HLA-I expression in the tumor core. (2) Neoadjuvant chemotherapy like oxaliplatin and anti-
EGFR can induce an immune conditioning with an increase in CD8+ cells infiltrate in tumor core, invasive margin and tumor stroma, giving a
clinical response. (3) Increase in CD8+ cells within the tumor subsequently induces PD-L1 expression and a loss of immune conditioning. (4) As a
result, ICP anti-PD1/PD-L1 could be considered to restore an efficient cytotoxic immune response leading to a liver recovery or easiest surgery (5)
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recent technological paper showed that CD8+ T-cell
evaluation by immunohistochemistry for colorectal can-
cer by tumor biopsy fragments is a valuable representa-
tion of immune infiltrate within the whole tumor [26].
Previous reports from Galon and Pagès used a similar
strategy to test immune infiltrates in liver metastasis of
colorectal cancer and rectum before any treatment using
a biopsy and after therapy using pathological sample
with similar result with immune cells accumulation after
therapy [9, 27]. As a result, we believe that WT patients
should be treated with neoadjuvant therapy containing
oxaliplatin or anti-EGFR to create a cytotoxic immuno-
logic microenvironment (Fig. 6, part 2).
However, one consequence of CD8-T cells recruitment

in tumor environment is a potential induction of adap-
tive tolerance. As activated CD8-T cells secrete IFN
gamma (IFNg), cells expressing its receptor can activate
Jak2/Stat1/4 pathway. Stat1/4 can upregulate immune
checkpoint (ICP) expression such as PD-L1 [28] (graph-
ical abstract part 3). Consequently, we observed an in-
crease in PD-L1 expression on myeloid cells in patients
with a high CD8+ cells count in their tumor environ-
ment. In an interesting manner, we showed that WT
RAS patients who received mobilizing NA procedures
had less CD8/Ki67 double positive cells compared to un-
treated patients. Our data underline that CD8+ cells
exhaustion is probably related to increase PD-L1 expres-
sion. Work is still required with immunomonitoring to
precise chronology between activation and exhaustion of
CD8+ cells in mCRC context. This immune adaptive tol-
erance may partially explain the poor prognosis of
mCRC even for patients that received immunogenic che-
motherapies and clearly give a rational to add check-
point inhibitors with neoadjuvant therapy at least for
WT RAS patients (Fig. 6, part 4).
To conclude, our study shows that liver mCRC can

benefit from immune recruitment following neoadjuvant
chemotherapy. Limitations of our study came from its
monocentric and retrospective design. The large time span
inclusion of patients can induce some bias in OS analysis.
Our results indicated that RAS WT patients are those who
get the more important immune efficacy when treated with
oxaliplatin-based or anti-EGFR-based therapy with an in-
crease in CD8+ count, a high HLA-I expression and a sub-
sequent PD-L1 induction. Such data could support that
RAS mutated tumor may be poor candidates for immuno-
therapy in case of a low HLA expression and suggest the ra-
tional of to associate oxaliplatin-based chemotherapy or
anti-EGFR in association with ICP inhibitors for RAS WT
patients. Subgroups analysis could have been more interest-
ing and informative if more patients could have been ana-
lyzed in the FOLFOX-EGFR arm. Another limitation of our
study is the method of quantification of immune parameters
such as CD8+ cells in representative areas. Although our

results were in total concordance with whole slide analysis
on 20 patients, whole slide analyses should be performed on
any surgery piece to have a better reflect on liver metastasis
heterogeneity. As a consequence our exploratory study
clearly requires a prospective multicentric validation before
considering any further trials combining immunotherapy
and chemotherapy in this metastatic context of CRC.
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